Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.005 Å; R factor = 0.044; wR factor = 0.093; data-to-parameter ratio = 16.0. In the title dioxidomolybdenum(VI) complex, [Mo(C 17 H 16 -N 2 O 5 )O 2 (CH 3 OH)], the Mo VI atom is coordinated by the phenolate O, imine N and enolic O atoms of the tridentate hydrazone ligand, one methanol O atom, and two oxide O atoms, forming a distorted octahedral coordination geometry. The oxide O atoms adopt a cis conformation: one is trans to the methanol O atom and the other is trans to the ligand N atom. The dihedral angle between the two benzene rings in the hydrazone ligand is 4.0 (3) . In the crystal, molecules are linked by O-HÁ Á ÁN and O-HÁ Á ÁO hydrogen bonds.
Related literature
For background to molybdenum complexes with hydrazone ligands, see: Dinda et al. (2003) ; Vrdoljak et al. (2005) ; Debel et al. (2008) . For similar complexes, see: Sheikhshoaie et al. (2011) ; Gao et al. (2004) ; Saeednia et al. (2009) .
Experimental
Crystal data [Mo(C 17 
Data collection
Bruker SMART CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.853, T max = 0.871 11140 measured reflections 4300 independent reflections 3162 reflections with I > 2(I) R int = 0.040 Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.093 S = 1.03 4300 reflections 269 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.62 e Å À3 Á min = À0.69 e Å À3 Table 1 Selected bond lengths (Å ). Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. supplementary materials sup-1 Acta Cryst. (2012). E68, m358-m359 supplementary materials Acta Cryst. (2012) . E68, m358-m359 [doi:10.1107/S1600536812008549] [N′-(3-Ethoxy-2-oxidobenzylidene)-4-hydroxy-3-methoxybenzohydrazidato] (methanol)dioxidomolybdenum(VI)
Shou-Xing Wang Comment
Molybdenum complexes with hydrazones have received much attention for their structures and catalytic properties (Dinda et al., 2003; Vrdoljak et al., 2005; Debel et al., 2008) . In the present work, the author reports the title new (Table 1) are within normal values (Sheikhshoaie et al., 2011; Gao et al., 2004; Saeednia et al., 2009) Fig. 2 ).
Experimental
The title compound was obtained by stirring 3-ethoxysalicylaldehyde (0.1 mmol, 16.6 mg), 4-hydroxy-3-methoxybenzohydrazide (0.1 mmol, 18.2 mg), and MoO 2 (acac) 2 (0.1 mmol, 32.6 mg) in methanol (20 ml) for 30 min. The reaction mixture was then filtered. Yellow block-shaped single crystals were formed from the filtrate after a week.
Refinement
The methanol H atom was located from a difference Fourier map and refined isotropically, with O-H distance restrained to 0.85 (1) Å. The remaining hydrogen atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms, with C-H distances in the range 0.93-0.97 Å, O-H distance of 0.82 Å, and with U iso (H) set at 1.2 or 1.5U eq (C, O).
Computing details
Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT (Bruker, 1998) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) .
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Figure 1
The molecular structure of the title complex, showing displacement ellipsoids drawn at the 30% probability level.
Figure 2
The molecular packing structure of the title complex, viewed along the a axis. Hydrogen bonds are drawn as dashed lines. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
[N′-(3-Ethoxy-2-oxidobenzylidene)-4-hydroxy-3-methoxybenzohydrazidato](methanol)dioxidomolybdenum(VI)
R int = 0.040 θ max = 27.0°, θ min = 2.1°h = −12→10 k = −13→20 l = −15→15 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

